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Abstract Results
= Introduction: Even with suppressive antiretroviral therapy, people with HIV (PWH) are disproportionately Table 1-Sociodemographic characteristics r alpha diversity in HPV+ and PD
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= Results: The prevalence of oral HPV infection was 32%, of which more than 61% were high-risk No 72 26 (36) 46 (64) At
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= Conclusion: Overall, we found specific prokaryotic profile and associated metabolites associated with Moderate 59 15(25) 44(75) o | . os
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= Human papillomavirus (HPV) is the most common sexually transmitted disease worldwide and a Figure 4 Association between SCFA levels and microbial diversity

major factor for oropharyngeal cancers, accounting for more than 70% of oropharyngeal cancers’2. Figure 2—Prevalence of HPV and PD in PWH ik YeoE Butymts Velerate
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= Even with suppressive antiretroviral therapy (ART), people with HIV (PWH) are disproportionately é ’
affected by HPV infection, suggesting that ART may not fully recover oral HPV-specific immunity®4. é
= Periodontal disease (PD) is a chronic inflammatory condition associated with cancers in the g
oral cavity, and it is more prevalent in PWH.5 § HPV Status
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= The oral microbiome can increase the risk of oral HPV infection and persistence; however, it has not 50 - 1 .
been investigated in the context of HIV in PR. £ .
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Butyrate and valerate levels were significantly correlated with microbial diversity. In HPV+,

. Age
« Biological Sex Figure 2: Prevalence of HPV and PD in PWH. (a) Prevalence of HPV+ among | | but not in HPV- individuals, butyrate and valerate levels significantly increased with the
* CD4 count PWH. (b) Higher prevalence of High-Risk HPV genotypes among PWH. (c) | |microbial diversity. Similarly, in subjects with PD, butyrate levels were significantly
grocame level Distribution of PD severity increased with microbial diversity. *Other SCFAs showed no significant correlations.
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Overall, we found specific prokaryotic profile and associated metabolites associated with HPV infection, which
may suggest that the oral microbiome could influence the natural history of HPV infection via SCFA signaling

Saliva and oral
rinse collection

Higher alpha diversity in HPV infection and PD may be a result of microbial transfer from other anatomical
compartments and colonization of opportunistic pathogens.

Understanding the underpinning mechanisms of how the oral microbiome can facilitate HPV infection and
persistence in PWH is essential to establish targets for early identification and personalized treatment
approaches for oral HPV-related malignancies.
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